ABSTRACT The type VI secretion system (T6SS) facilitates lethal competition between bacteria through direct contact. Comparative genomics has facilitated the study of these systems in Vibrio fischeri, which colonizes the squid host Euprymna scolopes. Here, we report the draft genome sequences of two lethal V. fischeri strains that encode the T6SS, FQ-A001 and ES401.
was conducted as described above for FQ-A001. Approximately 2.7 ϫ 10 8 bp (MiSeq) and 1.8 ϫ 10 9 bp (RS II) of sequence data were obtained, yielding approximately 450-fold coverage of the ES401 genome. Assembly, annotation, and GenBank deposition of the resulting 6 contigs of Ͼ1,000 bp were conducted as described above for FQ-A001 but with the SPAdes parameters "-careful -k 125" and with PGAP (accessed 2 April 2019).
For quality control, the original Illumina and PacBio base calling resulted in 0 sequences flagged as poor quality by FastQC (http://www.bioinformatics.babraham.ac .uk/projects/fastqc). Upon submission to the PGAP, an additional fifth contig in the FQ-A001 sequence contained only the PhiX phage sequence and was excluded from the assembly and further analysis. PGAP additionally identified an Illumina adapter sequence at one location in the ES401 genome; we conducted Sanger sequencing of this region, which clarified the correct sequence. The correct sequence was resubmitted to PGAP, and the surrounding genomic context was not affected.
Analysis using progressiveMauve (snapshot 2015_02_25, macOS) revealed genomes that are colinear with MJ11 and the presence of the lethal strain-specific T6SS on chromosome II in both FQ-A001 and ES401 (Table 1) (2, 11, 12) . Default parameters for software were used except where additional parameters are noted above.
Data availability. The data for this paper are available at the NCBI as FQ-A001 genome accession number SJSX00000000 (the version reported here is the first version, SJSX01000000), FQ-A001 read accession numbers SRR8647323 and SRR8647324, ES401 genome accession number SRJG00000000 (first version, SRJG01000000), and ES401 read accession numbers SRR8708068 and SRR8708069. 
